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<210> 1 

<211> 921 

<212> DNA 

<213> Streptococcus pneumoniae 



<400> 1 

atgactaaaa cagccttttt atttgctggt caaggtgccc agtatctagg gatgggacgg 60 

gatttctatg atcagtatcc gattgtcaaa gaaacgattg atcgagcgag tcaggtgctc 120 

ggttatgatt tacgttatct catcgatacg gaagaagaca aactcaatca gacccgctat 180 

acgcaaccag ccattctagc gacttcggtt gctatctacc gtttattgca agaaaagggc 240 

tatcagcctg atatggttgc tggtttgtct cttggagaat actctgcctt ggtggcaagc 300 

ggcgccttgg attttgaaga tgcggttgcc ttggtagcta agcgtggagc ctatatggaa 360 

gaagcggctc ctgctgactc tggcaagatg gtagcagttc tcaatacgcc agtagaggtc 420 

attgaagaag cctgtcaaaa agcttctgaa cttggagtgg ttactccagc caactataac 480 

acacctgcac aaatcgtcat tgctggagaa gtggttgcag ttgatcgagc ggttgaactt 540 

ttgcaagaag caggtgccaa acgcttgatt cctcttaagg tgtcaggtcc ctttcacacc 600 

gctctccttg agcctgctag ccagaaacta gctgaaactc tagctcaggt aagtttttca 660 

gattttactt gtcccctagt cggcaataca gaagctgctg tgatgcaaaa agaggacatt 720 

gctcagctct tgacgcgtca ggtcaaggaa cccgttcgtt tctatgaaag tattggggtc 780 

atgcaagaag caggcataag caactttatc gagattggac cggggaaagt cttgtcaggt 840 

tttgttaaaa aaattgatca aactgctcac ttagctcatg tggaagatca agcgagttta 900 

gtagcacttt tagaaaaata g 921 



<210> 2 
<211> 306 
<212> PRT 

<213> Streptococcus pneumoniae 
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<210> 3 
<211> 450 
<212> DNA 

<213> Streptococcus pneumoniae 
<400> 3 

ctgaagaaat cctaaaagat ttgtattacg gagccgctaa gaaaattcaa gaagaagcct 60 
ctcgctgggc aggagttgta agaaatgact aaaacagcct ttttatttgc tggtcaaggt 120 
gcccagtatc tagggatggg acgggatttc tatgatcagt atccgattgt caaagaaacg 180 
attgatcgag cgagtcaggt gctcggttat gatttacgtt atctcatcga tacggaagaa 240 
gacaaactca atcagacccg ctatacgcaa ccagccattc tagcgacttc ggttgctatc 300 
taccgtttat tgcaagaaaa gggctatcag cctgatatgg ttgctggttt gtctcttgga 360 
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gaatactctg ccttggtggc aagcggcgcc ttggattttg aagatgcggt tgccttggta 420 
gctaagcgtg gagcctatat ggaagaagcg 450 
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<211> 122 
<212> PRT 

<213> Streptococcus pneumoniae 
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<210> 5 
<211> 547 
<212> DNA 

<213> Streptococcus pneumoniae 



<400> 5 

tgctgaactt ggcaagatgg tagcagttct caatacgcca gtagaggtca ttgaagaagc 60 

ctgtcaaaag cttctggaac ttggagtggt tactccagcc aactataaca cacctgcaca 120 

aatcgtcatt gctggagaag tggttgcagt tgatcgagcg gttgaacttt tgcaagaagc 180 

aggtgccaaa cgcttgattc ctcttaaggt gtcaggtccc tttcacaccg ctctccttga 240 

gcctgctagc cagaaactag ctgaaactct agctcaggta agtttttcag attttacttg 300 

tcccctagtc ggcaatacag aagctgctgt gatgcaaaaa gaggacattg ctcagctctt 360 

gacgcgtcag gtcaaggaac ccgttcgttt ctatgaaagt attggggtca tgcaagaagc 420 

aggcataagc aacttattcg agattggacc ggggaaagtc ttgtcaggtt ttgttaaaaa 480 

aattgatcaa actgctcact tagctcatgt ggaagatcaa gcgagtttag tagcactttt 540 

agaaaaa 547 



<210> 6 
<211> 182 
<212> PRT 

<213> Streptococcus pneumoniae 
<400> 6 

Ala Glu Leu Gly Lys Met Val Ala Val Leu Asn Thr Pro Val Glu Val 

15 10 15 

He Glu Glu Ala Cys Gin Lys Leu Leu Glu Leu Gly Val Val Thr Pro 
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Ala Asn Tyr Asn Thr Pro Ala Gin He Val He Ala Gly Glu Val Val 
35 40 45 
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60 

Pro Phe His Thr Ala Leu Leu Glu 

75 80 
Thr Leu Ala Gin Val Ser Phe Ser 
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Val Leu Ser Gly Phe Val Lys Lys 
155 160 
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